Meta-analysis. Removal low sample size
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Supplementary Fig. S7. Sensitivity analysis (removal of low sample size) [1,3,7-13,17,18,20,21].
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Supplementary Fig. S8. FIGO stage I-1I analysis in POLE mutant endometrial carcinoma [1-6,8,9,16]. FIGO,

International Federation of Gynecology and Obstetrics; POLE, DNA polymerase epsilon.





